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FERIINTAE e, R IR PR ROS , ISRk, HEE
FIK L EE LR S5 A6, FE H. Akel 2 il B 150 114 52 o R 2%
Z—1 TSC1/2 BAWAET PI3K-Akt Fiff, Akt Bk AT
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*1 EFHRERBH T COVID-19 #Z0 4R

bR EER EEE TR B i) s
Akt1 22 TR/ TR R 1l 24 0.058 1 516. 980
FAS FAS i1 HAET-3Z (4 14 0. 057 420. 788
IL10 HAE 10 15 0. 056 318. 864
JAK2 Janus F7H 2 19 0. 057 941.762

PIK3R1 IR JLE-3- VR a4 9 I 5 1 16 0. 057 854. 613
NCF1 Hh PR A B AR T PR 1 11 0. 056 525.963
NFkBI1 AT «B W 1 23 0.058 849. 436
NFkB2 KA T «B W3 2 20 0. 057 778.191
L6 HAZE 6 16 0. 057 313. 196
MAPK3 22 ARG AL TR O 17 0. 057 742. 573
CALM1 M 1 20 0. 057 1 488.970
CD19 CD19 51 17 0. 057 788. 403
STAT3 {5 5 SN SRS T 3 16 0. 057 557.907
ABI ABL JFU LA 1 16 0. 057 621. 030
TSC1 TCC BEAWH 1 11 0.057 284. 826
IkBkB T kB BB B Al 5 18 0. 057 618.072
TP53 i IR B ps3 35 0.058 2516.210
BCIL2 B b £ 4 fir g -2 21 0.058 785. 965
BCR RhoGEF Fl GTPase (1) BCR #4757 13 0.057 787. 880
PRKCD T I C B 19 0.057 1 047.550
NR3C1 Wl B T R 2 Ak 14 0. 057 877. 630
CDK2 20 R 3 2 A P R 2 18 0.057 421.777
CHEK2 oA R G 2 16 0. 057 550. 171
NFkBIA A NF-xB #IHHEH o 21 0. 057 555.348
BCL6 B b £ 41 L fie 3 -6 12 0. 056 703. 437
CCND1 4 i R 2 19 D1 16 0.057 349. 858
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BRI, Rt FE . AT LA A R N X UV-B 1Y
N AR . X y BPERAIRON . B AR AL AR Yl AR
RAEEH, 3R 3 oK, EHEMREUR T COVID-19 F%H

T2 4 AN 13 (55, IkBA 28K F 2 EDA-ID,
RHO GTPases #& NADPH 4 fkfif . BAERILIATT TP13 iGtk, 1
NETIES . ZBP1 HHT RIP /- 519 NFeB 305 . HAE 1015
5 RCRSMEBUR A AE R . RUNX2 W45 i ik
TRAF6 /-39 NF-kB ¥#i1& . ANEK9fFS. ANE B F5.
TPS3 TS | AN FEZESHC 55, ANE 1217
5. MAPK3 (ERK1) #i%, /% 21 5%, 7€ NMDAR T
% AMPK, LxB1-AMPK X mTOR AYRERHRBIET Y . HAr
F 6 (5 55 5 5 ms R ER,
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x2 EFRERBATH COVID-19 #Z 0= GO ThEE ST (BT 20 FEMITRE)
B TR P
cytokine-mediated signaling pathway 18 2.49%10716
apoptotic process 22 1.07x107"1
protein phosphorylation 20 1.33x107"2
phosphorylation 20 6.97x10712
positive regulation of transcription, DNA-templated 19 1.27x107"
cellular response to DNA damage stimulus 17 2.27x107!
B cell proliferation 7 7.82x107!
negative regulation of apoptotic process 17 2.62x1071°
regulation of apoptotic process 12 1.29%x107°
I-kappaB kinase/NF-kappaB signaling 1.02x107%
DNA damage induced protein phosphorylation 2.15x107®
positive regulation of gene expression 13 2.42x107®
B cell differentiation 7 2.87x1078
response to lipopolysaccharide 9 3.90x107®
viral process 13 4.90x107®
cellular response to mechanical stimulus 7 4.96x107*
response to UV-B 4 6.42x1078
cell cycle arrest 8 1.25x1077
response to gamma radiation 5 1.39x1077
B cell activation 5 1.66x1077

*®3 EFAHRERBH TR COVID-19 %0 #LERHT Reactome Pathway 5347 (B 20 15 Si@ 1)

(Eheg il TE PR RL R AL P
interleukin-4 and interleukin-13 signaling 15 9.17x1071¢
IkBA variant leads to EDA-ID 4 7.73x107®
RHO GTPases activate NADPH oxidases 5 5.71x1077
regulation of TP53 activity through phosphorylation 7 3.45x107°
interleukin-7 signaling 5 4.75x107°
RIP-mediated NFkB activation via ZBP1 4 4.98x107°
interleukin-10 signaling 5 1.63x107°
cross-presentation of particulate exogenous antigens ( phagosomes) 3 1.82x1073
RUNX2 regulates osteoblast differentiation 4 2.14x1073
TRAF6 mediated NF-kB activation 4 2.14x107°
interleukin-9 signaling 3 2.71x107°
interleukin-23 signaling 3 2.71x1073
TP53 regulates metabolic genes 6 2.95x107°
interleukin receptor SHC signaling 4 3.48x107°
interleukin-12 signaling 3 3.85%x107°
MAPK3 (ERK1) activation 3 3.85%x107°
interleukin-21 signaling 3 3.85x107°
activation of AMPK downstream of NMDARs 4 4.04x107°
energy dependent regulation of mTOR by LkB1-AMPK 4 4.66x107°
interleukin-6 signaling 3 5.27x1073

I8 5 W AR IR T 15 COVID-19 22,0 8845 1Y Reactome
Pathway B804 WLIE 3, ATHTA A A5 530 B ieoh £ 2,
CAHMREN, ONZETEE W EM AR, I
13 BEBEXTSIHE S 5 OV AT A BOR T IL-7 Bk
TR5 Al /IS o0 e I g o 0L R A B R TR R R IE A
FeP S IL-10 R E B AR M N T, 0T 2 5 HLK
HIGRE D) RE AN A RE L #2, BT T2 BB A R ok B F A AR
S IL-9 RIL-10 Z MIFEfE VI &R, W5 M1 H AR R
W, HEE AR TS G A BB R Y A8 E 40 i
HrO s TL-17 Y T MR 17 (Th17) 20 WA —Fh
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Interleukin—4 and Interleukin—13 signaling

Regulation of TP53 Activity through Phosphorylation [ ]
TP53 Regulates Metabolic Genes
Interleukin—10 signaling 4 [ J Count
Interleukin-7 signaling @ . 3
RHO GTPases Activate NADPH Oxidases | [ ] ® 6
Energy dependent regulation of mTOR by LKB1-AMPK . 9
Activation of AMPK downstream of NMDARSs - . 12
Interleukin receptor SHC signaling . 15
TRAF6 mediated NF-kB activation
RUNX2 regulates osteoblast differentiation 4
RIP-mediated NFkB activation via ZBP1 1 @ Qvalgeooo 05
IkBA variant leads to EDA-ID q o 0:000 04
Interleukin-6 signaling 0.000 03
MAPK3 (ERK1) activation - 0.000 02
Interleukin-21 signaling I 0.000 01
Interleukin—12 signaling
Interleukin-9 signaling
Interleukin—23 signaling 4
Cross-presentation of particulate exogenous antigens | |
(phagosomes) . . . .
0.05 0.10 0.15 0.20

3 EFRERBPATH COVID-19 #Z% 0 E4RH Reactome Pathway E &£ S E
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